wo 00/57185 
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SEQUENCE LISTING 

<110> BIO MERIEUX 

<120 > Method for detecting superantigen activity in a sample and 
therapeutic or prophylactic composition 

<130> MS 21-SAg 



<140> 
<141> 



3 : 



n 



<150> FR-9903622 
<151> 1999-03-19 

<150> FR-991375 
<151> 1999-10-28 

<160> 2 

<170> Patentin Ver. 2.1 

<210> 1 

<211> 1629 

<212> DNA 

<213> Homo sapiens 

<400> 1 

atggccctcc cttatcatac ttttctcttt actgttctct tacccccttt cgctctcact 60 
gcaccccctc catgctgctg tacaaccagt agctcccctt accaagagtt tctatggaga 120 
acgcggcttc ctggaaatat tgatgcccca tcatatagga gtt.t.at.ctaa gggaaactcc IBO 
accttcactg cccacaccca tatgccccgc aactgctata actctgccac tctttgcatg 240 
catgcaaata ctcattattg gacagggaaa atgattaatc ctagttgtcc tggaggactt 300 
ggagccactg tctgttggac ttacttcacc cataccagta tgtctgatgg gggtggaatt 360 
caaggtcagg caagagaaaa acaagtaaag gaagcaatct cccaactgac ccggggacat 420 
agcaccccta gcccctacaa aggactagtt ctctcaaaac tacatgaaac cctccgtacc 480 
catactcgcc tggtgagcct atttaatacc accctcactc ggctccatga ggtctcagcc 540 
caaaacccta ctaactgttg gatgtgcctc cccctgcact tcaggccata catttcaatc 600 
cctgttcctg aacaatggaa caacttcagc acagaaataa acaccacttc cgttttagta 660 
ggacctcttg tttccaatct ggaaataacc catacctcaa acctcacctg tgtaaaattt 720 
agcaatacta tagacacaac cagctcccaa tgcatcaggt gggtaacacc tcccacacga 780 
atagtctgcc taccctcagg aatatttttt gtctgtggta cctcagccta tcattgtttg 8140 
aatggctctt cagaatctat gtgcttcctc tcattcttag tgccccctat gaccatctac 900 
actgaacaag atttatacaa tcatgtcgta cctaagcccc acaacaaaag agtacccatt 960 
cttccttttg ttatcagagc aggagtgcta ggcagactag gtactggcat tggcagtatc 1020 
acaacctcta ctcagttcta ctacaaacta tctcaagaaa taaatggtga catggaacag 1080 
gtcactgact ccctggtcac cttgcaagat caacttaact ccctagcagc agtagtcctt 1140 



- 112 - 



Cooao i.v.x^aci 9ci9cc.ccaga cuu^ccaacc gccaaaagag ggggaacccg t.tt.att.t.tta 1200 

ggagaagaac gctgttatta Lgtitaatcaa tccagaattg tcactgagaa agttaaagaa 1260 

attcgagacc gaatacaatg tagagcagag gagcctcaaa acaccgaacg ctggggcctc 1320 

ctcagccaat ggatgccctg gactctcccc ttcttaggac ctctagcagc tataatattt 1380 

ttactcctct ttggaccctg tatcttcaac ttccttgtta agtttgtctc ttccagaatt 1440 

gaagctgtaa agctacaaat agt.tctt.caa atggaacccc agatgcagtc catgactaaa 1500 

atctaccgtg gacccctgga ccggcctgct agactatgct ctgatgttaa tgacattgaa 1560 

gtcacccctc ccgaggaaat ctcaactgca caacccccac tacactccaa ttcagtagga 1620 

agcagttag 1629 



<210> 2 

<211> 542 

<212> DNA 

<213> Homo sapiens 

<400> 2 

Met Ala Leu Pro Tyr His Thr Phe Leu Phe Thr Val Leu Leu Pro Pro 
15 10 15 

Phe Ala Leu Thr Ala Pro Pro Pro Cys Cys Cys Thr Thr Ser Ser Ser 
20 25 30 

Pro Tyr Gin Glu Phe Leu Trp Arg Thr Arg Leu Pro Gly Asn lie Asp 
35 40 45 

Ala Pro Ser Tyr Arg Ser Leu ser Lys Gly Asn Ser Thr Phe Thr Ala 
50 55 60 

His Thr His Met Pro Arg Asn Cys Tyr Asn Ser Ala Thr Leu Cys Met 
65 70 75 80 

His Ala Asn Thr His Tyr Trp Thr Gly Lys Met He Asn Pro Ser Cys 
85 90 95 

Pro Gly Gly Leu Gly Ala Thr Val Cys Trp Thr Tyr Phe Thr His Thr 
100 105 110 

Ser Met Ser Asp Gly Gly Gly lie Gin Gly Gin Ala Arg Glu Lys Gin 
115 120 125 

Val Lys Glu Ala He Ser Gin Leu Thr Arg Gly His Ser Thr Pro Ser 
130 135 140 

Pro Tyr Lys Gly Leu Val Leu Ser Lys Leu His Glu Thr Leu Arg Thr 
145 150 155 160 



Kis Thr Arg Leu Val Ser Leu Phe Asn Thr Thr Leu Thr Arg Leu His 



Glu Val Ser Ala Gin Asn Pro Thr Asn Cys Trp Met Cys Leu Pro Leu 
180 185 190 



His Phe Arg Pro Tyr lie Ser lie Pro Vai Pro Glu Gin Trp Asn Asn 
195 200 205 

Phe Ser Thr Glu He Asn Thr Thr Ser Val Leu Val Gly Pro Leu Val 
210 215 220 

Ser Asn Leu Glu He Thr His Thr Ser Asn Leu Thr Cys Val Lys Phe 
225 230 235 240 

Ser Asn Thr He Asp Thr Thr Ser Ser Gin Cys He Arg Trp Val Thr 
245 250 255 

Pro Pro Thr Arg He Val Cys Leu Pro Ser Gly He Phe Phe Val Cys 
260 265 270 

Gly Thr Ser Ala Tyr His Cys Leu Asn Gly ser Ser Glu Ser Met Cys 
275 280 265 

Phe Leu Ser Phe Leu Val Pro Pro Met Thr He Tyr Thr Glu Gin Asp 
290 295 300 

Leu Tyr Asn His Val Val Pro Lys Pro His Asn Lys Arg Val Pro He 
305 310 315 320 

Leu Pro Phe Val He Arg Ala Gly Val Leu Gly Arg Leu Gly Thr Gly 
325 330 335 

He Gly Ser 11c Thr Thr Ser Thr Gin Phe Tyr Tyr Lys Leu Ser Gin 
340 345 350 

Glu He Asn Gly Asp Met Glu Gin Val Thr Asp Ser Leu val Thr Leu 
355 360 365 

Gin Asp Gin Leu Asn ser Leu Ala Ala Val Val Leu Gin Asn Arg Arg 
370 375 380 

Ala Leu Asp Leu Leu Thr Ala Lys Arg Gly Gly Thr Cys Leu Phe Leu 
385 390 * 395 400 

Gly Glu Glu Arg Cys Tyr Tyr Val Asn Gin Ser Arg He Val Thr Glu 
405 410 415 



Lys Val Lys Glu He Arg Asp Arg He Gin Cys Arg Ala Glu Glu Leu 



420 



425 



430 



Gin Asn Thr Glu 
435 

Leu Pro Phe Leu 
450 

Gly Pro Cys lie 
465 

Glu Ala Val Lys 



Ser Met Thr Lys 
500 

Cys Ser Asp Val 
515 



Arg Trp Gly Leu 
440 

Gly Pro Leu Ala 
455 

Phe Asn Phe Leu 
470 

Leu Gin lie val 
485 

He Tyr Arg Gly 



Asn Asp He Glu 
520 



Leu Ser Gin Trp 



Ala lie He Phe 
460 

Val Lys Phe Val 
475 

Leu Gin Met Glu 
490 

Pro Leu Asp Arg 
505 

Val Thr Pro Pro 



Met* Pro Trp Thr 
445 

Leu Leu Leu Phe 



Ser Ser Arg He 
480 

Pro Gin Met Gin 
495 

Pro Ala Arg Leu 
510 

Glu Glu He Ser 
525 



Thr Ala Gin Pro Leu Leu His Ser Asn Ser Val Gly Ser Ser 
530 535 540 



